. It was also possible, using this method, to compare BrUdR incorporation and (Gray, 1985; Langer et al., 1985; Dolbeare et al., 1983) water. The slides were air-dried and stored under N2 at 4'C. Sections were exposed for 4, 7, 12, and 20 days to ensure plateau labeling conditions. Slides were developed in Ilford phenisol for 2 mm, fixed, and washed in running water. The sections were counterstained with hematoxylin.
Immunohistochemical

Staining of Incorporated BrUdR
Tissue sections were deparaffinized in Histo-Clear (National Diagnostics;
Somerville, N))and were passed through graded alcohols before being treated with methanol:H202 0.3% (v/v) to inhibit endogenous peroxidasc.
As the antibody binds only to single-stranded BrUdR-substituted DNA, the tissue sections and marrow cells were treated with 1.5 M HCI for 20 mm. After DNA denaturation, the slides were quickly washed three times in cold ,.,c
.
.t.. 
Results
BrUdR Incorporation in Normal Tissue
The rapidly dividing cells in the bone marrow were easily detected by their BrUdR incorporation ( Figure  1A) . After 48 hr of continuous BrUdR exposure, areas of the tumor that were rapidly proliferating were easily distinguished from areas of low proliferation ( Figure  1D ). In these tumors the fields were chosen non-randomly. Figure 3 . Two-parameter analysis of paraffin-embedded B16 tumor tissue exposed to a 60-mm pulse of BrUdA in vivo. After de-waxing, rehydration, and pepsin treatment the nuclei were stained with the anti-BrUdR antibody followed by immuno-FITC labeling (ordinate) and P1 staining of DNA (abscissa). Note that the BrUdR staining is represented as a log function, so the major peak on the ordinate is made up of cells staining negativelyfor BrUdR and the smaller peak represents cells that have incorporated BrUdR. The isometric contour map represents the distribution of cells with respect to both DNA content (cell-cycle phase distribution) and BrUdR incorporation. The contours represent increasing isometric levels equivalentto 20, 50, and 100 cells, and each dot represents 10 cells. The main area of interest, indicated by the arrow, represents a populationof cells with S-phase DNA content which have not incorporated BrUdA. (Lamerton, 1972; Steel, 1972; Tubiana, 1971 
